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CNS Course Inventory Change Request Form

Department/Academic Program: MolecularBiosciences
Course Abbreviation: BCH Course Number: 364D

Proposed Change (select all that apply):

[ Jaw [ ]orop [ ] rite [ 0] subject-Matter

|:| Contact Hrs /Semester Hr Value |:| Meeting Statement |:| Degree Plan Statement

|:| Same-As Statement |:| Restriction(s) |:| Prerequisite

Course Title: Macromolecular Structure Determination

Same-as Statement:

Restrictions:

Subject-Matter Description:

Current: Emphasis on X-ray crystallography and nuclear magnetic resonance (NMR) spectroscopy of proteins.
Investigation of theories and practices of the most relevant techniques in macromolecular structure
determination. Use of the X-ray and NMR facilities to collect data that is used to solve protein structures.
Proposed: Emphasis on X-ray crystallography and cryo-EM of proteins. Investigation of theories and practices
of the most relevant techniques in macromolecular structure determination. Use of the X-ray and cryo-EM
facilities to collect data that is used to solve protein structures. .

Contact Hours:
(a)Lecture: (b)Lab: (c) Value in Semester Hours:

Meeting Statement:

Degree Plan Statement:

Prerequisite:
Justification:
Update of subject matter to reflect change in field of structural biology to include cryo-EM

Date Approved by Department: 9/25/18

Form Completed by: g ren Browning
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